Km. Mayawati Govt. Girls P.G. College, Badalpur, G.B. Nagar
Dept of Zoology: Second Semester: Zoology

Assignments: M.Sc.-11" (Batch-2020)

Instructions for assignments
e Mark of Each Assignment: 5 (Deduction of Marks: 1 mark deducted for Late Submission and 1 for late personation.)
e All student presentation recorded online and uploaded on college YouTube account. Presentation mode (online/offline) will be update before presentation date depending upon
COVID19 situations.
e Your presentation monitored, marked and recorded by Dr. Azad Alam Siddique or Dr. Azmi Nagvi or Mrs. Sumbul Zehra or Smt. Kamlesh Kaushal or as allotted by HOD
e  Soft copy of all assignments emailed to zoologyhod.kmggpgc@gmail.com
e  Tentative date of First internal: Last week of April 2021.
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